 (M EYER , 1981) 
. ).
This translocation is the same as that which has been described in more than 40 breeds in various countries of the world (G USTAVSSON , 1979) . Investigations by G USTAVSSON (1969, 1971 (KING et al., 1980 ; P OPESCU , 1980 (1981) (1982) (1983) , included all animals introduced and produced on the farm prior to the discovery and removal of translocation carrier animals from the stud herd. The Bartlow Combine sample of 20 bulls and 68 cows was taken at random from the stud herd (tabl. 1). (K R nr. L irrGER, 1927 ; MAKING, 1944 ; M ELANDER , 1959 Karyotypes of Giemsa stained autosomes were arranged according to the relative lengths of the chromosomes. The G-banded chromosomes were arranged according to the standard karyotypes adopted at the Reading Conference (FORD et al., 1980) . The R-banded chromosomes were arranged according to the proposals of Di B ERARDINO & Inrrrruzzi (1982) and P OPE scu et al. (1982) .
The differential staining of the chromosomes facilitates the identification of the homologous chromosome pairs. The G-banding results were generally very poor. The chromosomes are either devoid of bands or have an indistinct fuzzy appearance, both of which make identification impossible. R-banding, on the other hand, proved to be a more reliable method, giving good results ( fig. 1) . Enlargement of the R-banded chromosomes enables the identification of the participating chromosomes as numbers 1 and 29. The C-banded metaphase spread ( fig. 2) (GusTAVSSOrr, 1969 ; R EFSD A L , 1976 ) and cytological studies (Kirro et al., 1980 ; P OPESCU , 1980) . The rationale for this is the chance selection of translocation carrying bulls as sires in a herd of restricted size.
A second possibility is that of a selective advantage in a particular environment. If such an advantage does exist, it could, depending on its nature, be of great economic importance. Testing the validity of this hypothesis requires a complete morphological and physiological comparison between normal and translocation heterozygous and homozygous cattle, a study which is presently underway.
In conclusion it may be said that the 1/29 chromosome translocation found in the Nguni cattle is of unknown origin, has a familial pattern of inheritance and is present in approximately 10 p. 100 of the Nguni cattle screened.
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